—— CULTURESCOPE Evidence-linked culture profile

Saphylococcus agnetis

First described 2012 - Biosafety risk group 2 - NCBI TaxID 985762 - 157 evidence sentences - 50 sources

cellular organisms; Bacteria; Bacillati; Bacillota; Bacilli; Caryophanales; Staphylococcaceae; Staphylococcus

UNREVIEWED — not verified by a microbiologist

At aglance
1 Media used Brain heart infusion (BHI); Blood agar; Tryptic soy broth (TSB); high
MacConkey agar; +2 more
2 Optimum temperature for No evidence retrieved none
growth
3 Time required to grow 24 h low
4 Colony morphology All lesion swabs produced small, round, white, nonhemolytic, low
Gram-positive staphylococcus -like colonies on blood agar.
5 Gram character Gram-positive high
6 Biochemical tests for Coagulase; MALDI-TOF MS; Haemolysis pattern; 16S rRNA gene high
identification sequencing; +8 more
1 Media Used high confidence

e Brain heart infusion (BHI)
High - score 10.8 - 4 sources

"The inhibitory activity of S. agnetis 3682 against 20 multidrug-resistant MRSA strains involved in human infections in two Brazilian
hospitals was determined by the deferred antagonism assay on brain-heart infusion (BHI) agar plates."
Draft genome sequence of Staphylococcus agnetis 3682, the producing strain of the broad-s... — PubMed (NCBI E-utilities), 2019
e Blood agar
Moderate - score 7.15 - 2 sources

"All lesion swabs produced small, round, white, nonhemolytic, Gram-positive staphylococcus -like colonies on blood agar.”
Role of Staphylococcus agnetis and Staphylococcus hyicus in the Pathogenesis of Buffalo F... — PubMed Central (open access), 2022
e Tryptic soy broth (TSB)

Moderate - score 5.73 - 2 sources

"Media included: CHROMagar Orientation (DRG International, Springfield Township, NJ), tryptic soy broth (Difco brand, Becton,
Dickinson and Company, Franklin Lakes, NJ); and Luria broth (LB; per liter 10 g tryptone, 5 g yeast extract, 5 g NaCl)."
Embryo lethality assay as a tool for assessing virulence of isolates from bacterial chond... — PubMed Central (open access), 2021
e MacConkey agar
Low - score 3.73 - 1 source

"All the 2020 and 2021 isolates were reidentified by PCR, and no bacterial growth was observed following plating on MacConkey
agar."
Role of Staphylococcus agnetis and Staphylococcus hyicus in the Pathogenesis of Buffalo F... — PubMed Central (open access), 2022
e Mannitol salt agar
Low - score 1.35 - 1 source

"Swabbing samples were mixed with 10 mL of sterile saline, agitated, and cultured on mannitol salt agar plates."
Cross-sectional study to identify staphylococcal species isolated from teat and inguinal ... — PubMed (NCBI E-utilities), 2018

e Chromogenic UTI / Orientation
Low - score 0.93 - 1 source
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"Media included: CHROMagar Orientation (DRG International, Springfield Township, NJ), tryptic soy broth (Difco brand, Becton,
Dickinson and Company, Franklin Lakes, NJ); and Luria broth (LB; per liter 10 g tryptone, 5 g yeast extract, 5 g NaCl)."
Embryo lethality assay as a tool for assessing virulence of isolates from bacterial chond... — PubMed Central (open access), 2021

2 Optimum temperature for growth no evidence

No sentence in the retrieved literature supported this field. Nothing is asserted here.

3 Time required to grow low confidence

24 h

Low - score 3.62 - 3 sources

"At 24 h, plates were read and up to 10 staphylococcal colonies were saved for further analysis."
Cross-sectional study to identify staphylococcal species isolated from teat and inguinal ... — PubMed (NCBI E-utilities), 2018

"Each swab was used to streak 5% (vol/vol) sheep blood agar and MacConkey agar within 24 h of collection.”
Role of Staphylococcus agnetis and Staphylococcus hyicus in the Pathogenesis of Buffalo F... — PubMed Central (open access), 2022

"Plates were incubated at 37 °C for 24 h."
Role of Staphylococcus agnetis and Staphylococcus hyicus in the Pathogenesis of Buffalo F... — PubMed Central (open access), 2022

4 Colony morphology low confidence

All lesion swabs produced small, round, white, nonhemolytic, Gram-positive

staphylococcus -like colonies on blood agar.
Low - score 2.42 - 1 source

"All lesion swabs produced small, round, white, nonhemolytic, Gram-positive staphylococcus -like colonies on blood agar."

Role of Staphylococcus agnetis and Staphylococcus hyicus in the Pathogenesis of Buffalo F... — PubMed Central (open access), 2022
A normal skin swab from one H4 animal produced only one colony of Staphylococcus sp., while BF washings from
one animal and homogenized BFs from two animals yielded two staphylococcus -like colonies and heavy
staphylococcus -like growth, respectively.
Low - score 2.42 - 1 source

"A normal skin swab from one H4 animal produced only one colony of Staphylococcus sp., while BF washings from one animal and
homogenized BFs from two animals yielded two staphylococcus -like colonies and heavy staphylococcus -like growth, respectively.”
Role of Staphylococcus agnetis and Staphylococcus hyicus in the Pathogenesis of Buffalo F... — PubMed Central (open access), 2022

5 Gram character high confidence

Gram-positive
High - score 43.73 - 7 sources

"Thirteen Gram-positive-staining coagulase-variable staphylococci were isolated from subclinical and mild clinical mastitic bovine milk
(n=12) and a teat apex (n=1)."
Staphylococcus agnetis sp. nov., a coagulase-variable species from bovine subclinical and... — PubMed (NCBI E-utilities), 2012

"Here we report the draft genome sequence of Staphylococcus agnetis 4244, a strain involved in bovine mastitis, and its ability to
inhibit different species of antibiotic-resistant Gram-positive bacteria owing to bacteriocin production.”
Draft genome sequence of Staphylococcus agnetis 4244, a strain with gene clusters encodin... — PubMed (NCBI E-utilities), 2021

"Staphylococcus agnetis 4244 was able to inhibit all 44 strains of antibiotic-resistant Gram-positive bacteria tested in this study,
including vancomycin-resistant enterococci (VRE), methicillin-resistant Staphylococcus aureus (MRSA) and other antibiotic-resistant
staphylococcal strains."
Draft genome sequence of Staphylococcus agnetis 4244, a strain with gene clusters encodin... — PubMed (NCBI E-utilities), 2021
Gram-negative
Low - score 1.89 - 2 sources

"The antimicrobial compounds from test strains were not effective against gram-negative pathogens, including Salmonella enterica

serovar Typhimurium, Escherichia coli 0157:H7, and Klebsiella pneumonia as well as the indicator mold Aspergillus fumigatus."
Antimicrobial spectrum activity of bacteriocinogenic Staphylococcus strains isolated from... — PubMed (NCBI E-utilities), 2019
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"The antimicrobial compounds from test strains were not effective against gram-negative pathogens, including Salmonella enterica
serovar Typhimurium, Escherichia coli 0157:H7, and Klebsiella pneumonia as well as the indicator mold Aspergillus fumigatus.”
Antimicrobial spectrum activity of bacteriocinogenic Staphylococcus strains isolated from... — PubMed (NCBI E-utilities), 2019

6 Biochemical tests for identification high confidence

e Coagulase
High - score 59.65 - 6 sources

"Staphylococcus hyicus and Staphylococcus agnetis are two coagulase-variable staphylococcal species that can be isolated from
bovine milk and are difficult to differentiate.”
Species Identification and Strain Typing of Staphylococcus agnetis and Staphylococcus hyi... — PubMed (NCBI E-utilities), 2017

e MALDI-TOF MS

High - score 54.85 - 8 sources

"Bacterial identification was conducted by matrix-assisted laser desorption ionization-time of flight (MALDI-TOF) and strain typing
by repetitive sequence-based PCR (rep-PCR) and DNA sequencing to determine species similarity and virulence factors."
Role of Staphylococcus agnetis and Staphylococcus hyicus in the Pathogenesis of Buffalo F... — PubMed (NCBI E-utilities), 2022
e Haemolysis pattern
High - score 41.9 - 6 sources

"The most common species identified from body site samples were S. chromogenes, S. xylosus, and Staphylococcus
haemolyticus."
Molecular characterization of non-aureus Staphylococcus spp. from heifer intramammary inf... — PubMed (NCBI E-utilities), 2018

e 16S rRNA gene sequencing

High - score 15.1 - 3 sources

"Pathogens from bovine subclinical mastitis (SCM) and clinical mastitis (CLM) were identified by 16S rDNA and the sensitivity to
both antibiotics and bacteriocins of Bacillus thuringiensis was tested."
Molecular detection and sensitivity to antibiotics and bacteriocins of pathogens isolated... — PubMed (NCBI E-utilities), 2015
e DNase
Low - score 3 - 2 sources

"Staphylococcus chromogenes, S. lentus, and S. epidermidis exhibited the highest DNase and/or gelatinase activity."
Virulence factors and biofilm forming ability of Staphyloccoccus species isolated from sk... — Europe PMC, 2025
e Whole-genome sequencing / ANI
Low - score 3 - 2 sources

"Methods: This study performed whole-genome sequencing and comparative genomic analysis of an ST398-MRSA-Vc isolate
(NPREF115) from an RTE pork product in China."
Evolutionary and Mobile Genetic Element Analysis of a Multidrug-Resistant ST398-MRSA-Vc I... — Europe PMC, 2026

e Gelatin hydrolysis

Low - score 2.07 - 1 source

"Staphylococcus chromogenes, S. lentus, and S. epidermidis exhibited the highest DNase and/or gelatinase activity."
Virulence factors and biofilm forming ability of Staphyloccoccus species isolated from sk... — Europe PMC, 2025
e Urease — reported positive
Low - score 2.07 - 1 source

"The 16S rRNA sequence, MALDI-TOF mass spectrometry and positive urea hydrolysis and beta-glucuronidase tests clearly
distinguished it from closely related Staphylococcus spp. All analyses have consistently shown that the closest relative is
Staphylococcus chromogenes; however, values of digital DNA-DNA hybridization <35.3% and an average nucleotide identity
<81.4% confirmed that the analyzed strain is a distinct Staphylococcus species."
Staphylococcus ratti sp. nov. Isolated from a Lab Rat — OpenAlex, 2022
e Beta-glucuronidase (MUG)
Low - score 2.07 - 1 source

"The 16S rRNA sequence, MALDI-TOF mass spectrometry and positive urea hydrolysis and beta-glucuronidase tests clearly
distinguished it from closely related Staphylococcus spp. All analyses have consistently shown that the closest relative is
Staphylococcus chromogenes; however, values of digital DNA-DNA hybridization <35.3% and an average nucleotide identity
<81.4% confirmed that the analyzed strain is a distinct Staphylococcus species."
Staphylococcus ratti sp. nov. Isolated from a Lab Rat — OpenAlex, 2022
e Aerotolerance test — reported positive
Low - score 2.07 - 1 source

"Staphylococcus aureus is a gram-positive, facultative anaerobe coccus, which is a member of the commensal microbiota of skin
and mucous membranes in humans and animals and sometimes can cause infection or disease."
Lameness caused by Staphylococcus aureus in poultry: A review — OpenAlex, 2024
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e VITEK 2

Low - score 1.48 - 1 source

"From 180 samples, NAS were isolated using selective media and identified via the VITEK-2 system."
Antimicrobial resistance profiles of non-aureus Staphylococci isolated from farm animals,... — Europe PMC, 2026

e Antibiotic susceptibility profile

10.

11.

12.

13.

14.

15.

16.

17.

18.

19.

20.

Low - score 0.93 - 1 source

"Antimicrobial susceptibility testing revealed a multidrug resistance profile, with resistance to several antimicrobial classes
commonly used in poultry production.”
Avian Infective Endocarditis Associated with &It;i&gt;Vagococcus fluvialis&lt;/i&gt;: A C... — Europe PMC, 2026
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How these values were derived

Each candidate value was scored as the sum, over every supporting sentence, of the source tier weight multiplied by how squarely the
sentence asserts the value and by a recency factor. Culture collections and nomenclatural authorities carry weight 5.0, peer-reviewed
literature 3.0, preprints 1.5, and encyclopedic sources 1.0. Confidence is reported as high only where a curated source and at least two
independent sources agree. Where a runner-up scored above 60 per cent of the leader, both are shown and the field is flagged as a
conflict rather than resolved automatically.

This report aggregates published evidence; it does not replace Bergey's Manual, the Manual of Clinical Microbiology, or the product sheet
supplied with the strain. Every field is unreviewed until a microbiologist signs it off.
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